
Congratulations to the following Biochemistry and Molecular Genetics 
faculty on their promotions for their hard work and dedication! Please see the 
attached biographies of each faculty member below:

NEWS RELEASE: CONGRATULATIONS TO THE 
FOLLOWING BMG FACULTY ON THEIR RECENT 
PROMOTIONS STARTING SEPTEMBER 2022!

https://www.feinberg.northwestern.edu/sites/epigenetics/
https://www.feinberg.northwestern.edu/sites/biochem/



Jaehyuk Choi is a physician scientist who uses 
high-dimensional approaches to investigate the 
cellular, genetic, and immunological bases of skin 
cancer. He has identified the genomic and cellular 
drivers of Merkel cell carcinoma, BRAF inhibitor-
resistant melanomas, cutaneous CD4+, CD8+, 
gamma delta, CD4-CD8-, and B cell lymphomas. 
He is currently using human and mouse models 
to elucidate mechanisms by which these genes 
and cells promote cancer, to identify clinically 
actionable bio-markers, and to identify novel 
therapeutic targets. These discoveries have 
supported or inspired three clinical trials.

DR. JAEHYUK CHOI
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Dr. Foltz received his Bachelor of Arts in physiology 
from the University of Minnesota, Twin Cities. 
During this time he also worked as a full-time 
technician for the vaunted Minnesota Twin-Family 
studies at the University of Minnesota. This was 
part of a landmark study to parse genetic and 
learned contributions to addictive behavior. Dr. 
Foltz matriculated into the Integrated Graduate 
Program (IGP, now called the DGP) at Northwestern 
University’s Feinberg School of Medicine in 1996, 
where he conducted his Ph.D focused on the signal 
transduction mechanisms of the human Notch 
receptor, under the mentorship of Jeffrey Nye, M.D., 
Ph.D. After completing his graduate training at 
Northwestern, Dr. Foltz accepted at Postdoctoral 
position with Dr. Don Cleveland at the Ludwig 
Institute for Cancer Research, on the campus of 
UCSD with the goal of defining the chromatin-

DR. DAN FOLTZ

based mechanisms required for chromosome segregation. His seminal work 
uncovered two key protein complexes that are essential to maintain proper 
chromosome segregation by controlling the formation and function of the 
human centromere. Firstly, his work defined a new centromere protein complex 
of over 15 proteins that is now collectively termed the constitutive centromere 
associated network (CCAN). This work dramatically increased the complexity 
of the human centromere and changed the way in which the field thinks about 
the function of the centromere. In a second project, Dr. Foltz identified HJURP 
as a CENP-A specific histone chaperone required for the recruitment and 
deposition of new CENP-A nucleosomes (Foltz et al. 2009). This work is the 
basis for a mechanic explanation of CENP-A epigenetic inheritance. Following 
his postdoctoral work, Dr. Foltz joined the faculty of the University of Virginia 
where he rose to the rank of Associate Professor. His work focused on defining 
the mechanism by which centromeric nucleosomes are epigenetically inherited.  
In 2015, Dr. Foltz relocated his lab to the newly established Department of 
Biochemistry and Molecular Genetics here at Northwestern University, where 
his lab continues to focus understanding the mechanisms of chromatin 
assembly, epigenetic inheritance, and chromosome segregation with the goal of 
understanding how perturbation of these processes lead to disease. 

2https://www.feinberg.northwestern.edu/sites/epigenetics/
https://www.feinberg.northwestern.edu/sites/biochem/



3https://www.feinberg.northwestern.edu/sites/epigenetics/
https://www.feinberg.northwestern.edu/sites/biochem/

Dr. Morgan began his scientific career as a 
research technologist at St. Jude Children’s 
Research Hospital in Memphis, TN, where he 
performed research on pediatric brain tumors. He 
subsequently completed a PhD at the University 
of Oxford (UK) under the mentorship of Dr. 
Elizabeth Robertson and Dr. Elizabeth Bikoff, 
where he studied the function transcriptional 
repressors in mammalian development using 
genetically engineered mouse models. These 
studies revealed that the expression of the 
Blimp-1/Prdm1 transcriptional repressor is 
controlled by two alternative promoters and that 
one of these promoters is essential for Blimp-1/
Prdm1 in antibody secreting plasma cells. After 
his PhD, Dr. Morgan joined Dr. Ali Shilatifard’s 
laboratory as a postdoctoral researcher at 
the Stowers Institute for Medical Research in 

DR. MARC MORGAN

Kansas City where he studied the function of mutant “oncohistone” proteins 
which are drivers of a highly aggressive type of pediatric brain tumor. Dr. 
Morgan joined Dr. Shilatifard’s lab at Northwestern University and has been a 
research Assistant Professor since 2018, focusing on pediatric cancers and 
neurodevelopmental disorders.
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Benjamin D. Singer, MD, ATSF was recently 
informed that the Provost of Northwestern 
University approved his promotion to the rank 
of Associate Professor of Medicine (Pulmonary 
and Critical Care) & Biochemistry and Molecular 
Genetics with Tenure effective September 2022. 
In May, the University invested Dr. Singer as the 
Lawrence Hicks Professor of Pulmonary Medicine. 

Dr. Singer earned his MD from the Feinberg 
School of Medicine, where he also completed 
residency and chief residency in internal 
medicine. He then undertook fellowship training 
in pulmonary and critical care medicine at the 
Johns Hopkins University School of Medicine 
before returning to Feinberg as a faculty member 
in the Departments of Medicine & Biochemistry 

DR. BEN SINGER

and Molecular Genetics. 

Dr. Singer’s laboratory asks a key question that has taken on added importance 
during the COVID-19 pandemic: How can we promote resolution of lung 
inflammation and repair of lung damage? His research program is thematically 
centered on how epigenetic mechanisms control the immune response to 
pneumonia-induced lung injury. He has found how a subset of T cells known 
as regulatory T cells orchestrates resolution and repair, discovering epigenetic 
mechanisms—chiefly those that involve DNA methylation—that govern 
regulatory T cell identity and function. His work has led to clinical trials for 
patients with severe COVID-19 and other inflammatory disorders, and he has 
gone on to apply his findings to the study of aging, metabolism, autoimmunity, 
immunodeficiency, and cancer. Clinically, Dr. Singer specializes in critical care 
medicine, caring for patients with life-threatening conditions in the ICU. He 
also specializes in physician-to-physician consultation on medical diagnostic 
challenges as the leader of Northwestern Medicine’s Difficult Diagnosis Service 
(the Socrates Project). Finally, Dr. Singer is a passionate educator, serving as the 
Director of the Department of Medicine’s Physician-Scientist Training Program.
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Dr. Yue is the founding director of the Center 
for Cancer Genomics at the Robert H. Lurie 
Comprehensive Cancer Center of Northwestern 
University, director of the Center for Advanced 
Molecular Analysis at Northwestern Institute 
for Augmented Intelligence in Medicine, and 
the Duane and Susan Burnham Professor of 
Molecular Medicine. He is a tenured Associate 
Professor in the Department of Biochemistry 
and Molecular Genetics, and the Department of 
Pathology.

The main research area for Dr. Yue’s group is 
epigenomics and 3D genome organization 
in the context of human diseases. He 
completed his Ph.D. in Computure Science 
from University of South Carolina, and recieved 
his postdoctoral training from Dr. Bing Ren at 

DR. FENG YUE

UCSD. Dr. Yue has been an active member of several large NIH funded consortia, 
including the ENCODE, Roadmap/Epigenomics, and 4D Nucleome projects. 
During the period, he lead the integrative analysis effort for the mouse ENCODE 
consortium (Yue et al., Nature 2014). Currently, he is serving as co-chair for the 
Integrative Analysis Workgroup in the 4D Nucleome Project. He also Co-chairs 
the Steering Committee of the NIH Impact of Genomic Variation on Function 
Consortium (IGVF).


